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Comments for pENTR1A-GFP-N2
3067 nucleotides

rrnBT1 transcription termination sequence: bases 106-149
rrnBT2 tr
attL1:bases 358-457 (complementary strand)

attL2:bases 1296-1396
Kanamycin resistance gene: bases 1518-2327
pUC origin: bases 2392-3064

anscription termination sequence: bases 281-308

enhanced green fluorescent protein (eGFP): bases 552-1271

Made by Francis Rodier (Lawrence Berkeley National Laboratory)

Recommended E.coli strain for propagation: TOP10F’

The position of the genetic elements is approximative.

Xmn I

AGCGGCCGCACTCGAGATATCTAGACCAGCTTTCTTGTACAAA

AAA GGA ACC AAT TCA GTC GAC TGG ATC TCG AGC TCA AGC TTC GAA TTC TGC
Tyr Lys Ser Gly Leu Arg Ser Arg Ala Gln Ala Ser

AGT CGA CGG TAC CGC GGG CCC GGG ATC CAC CGG CCG GTC GCC ACC ATG GTG
Asn Ser Ala Val Asp Gly Thr Ala Gly Pro Gly Ser Thr Gly Ser Met

Xho I* Sac I Hind III Eco RISal I*

Kpn I Sac II Sma I
Bam HI

Dra I

Pst I* Sal I* Apa I Nco I

...eGFP Term
att L2Not I Xho I* Eco RV Xba I
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